FIG.1 



AlaATl l: 0 

AlaAT2 l: « 0 

A 1 aAT3 1 : MRRFLINQAKGLVDHS-RRQ-HHHKSPSFLSPQPRPLASSPPALSRFF — SSTSEMSASD 56 

A 1 aAT4 1 : NfiUU^IGQAKNLIDQSIU^QLHHHKNI^FVSLIP-PF^APSDSSSRH^SSSSSDMSASD 59 

A 1 aATl 1 : -MALKALDYDTLNENVKKCQYAVRGE-LYL— R-ASEL— QKEG — KKVIFTNVGNPHA 50 

A 1 aAT2 1 : -MSLKALDYESLNENVKNCQYAVRGE-LYL— R-ASEL— QKEG — KKI IFTNVGNPHA 50 

AlaAT3 57 : STSSLPVTLDSINPKVLKCEYAVRGEIVNIAQKLQEDLKTNKDAYPFDEI IYCNIGNPQS 116 

AlaAT4 60 : SSSSLPVTLDTINPKVIKCEYAVRGEIVNIAQKLQEDLKTNKDAYPFDEI IYCNIGNPQS 119 

* * * ****** * * * * *** 

AlaATl 51 : LGQKPLTFPRQWALCQAPFLLDDPNV-GM-LFPADAIARAKHYLSLTSG-GLGAYSDSR 107 

AlaAT2 51 : LGQKPLTFPRQWSLCQAPFLLDDPNV-GM-IFPADAIARAKHYLSLTSG-GLGAYSDSR 107 

A 1 aAT3 117: LGQLPIKFFREVLALCDHASLLDESETHGL— FSTDSIDRAWRILDHIPGRATGAYSHSQ 1 74 

A 1 aAT4 1 20 : LGQQPITFFREVLALCSYTALLDESATHGLFRFSSDSIERAWKILDQIPGRATGAYSHSQ 1 79 

*** * * * * ** *** * ***** * * **** * 

AlaATl 108 : GLPGVRKEVAEFIQRRDGYPSDPELIFLTDGASKGVMQILNCVIRGNGDGILVPVPQYPL 167 

AlaAT2 108 : GLPGVRKEVAEFIERRDGYPSDPELIFLTDGASKGVMQILNCVIRGQKDGILVPVPQYPL 167 

A 1 aAT3 1 75 : GIKGLRDVI AAGIEARDGFPADPNDIFLTDGASPAVHMMMQLLLSSEKDGILSPIPQYPL 234 

A 1 aAT4 1 80 : GIKGLRDAI ADGIEARDGFPADPNDIFMTDGASPGVHMMMQLLITSEKDGILCPIPQYPL 239 

* * * * * *** * ** ** ***** * **** * ***** 

AlaATl 168:YSATISLLGGTLVPYYLDESENWGLDVANLRQSVAQARSQGITVRAMVIINPGNPTGQCL 227 
AlaAT2 1 68 : YSATISLLGGTLWYYLEESENWGLDVNNLRQSVAQMSQGITVRAWI INPGNPTGQCL 227 
AlaAT3 235 : YSASIALHGGSLVPYYLDEATGWGLEISDLKKQLEEARSKGISVRALWINPGNPTGQVL 294 
AlaAT4 240:YSASIALHGGTLVPYYLDEASGWGLEISELKKQLEDARSKGITVRALAVINPGNPTGQVL 299 

*** * * ** ****** * *** * *** ** *** ********* * 

AlaATl 228 : SEMIREILKFCYNEKLVLLGDEVYQQNIYQDERPFISSKKVLMEMGSPFSKEVQLVSFH 287 

AlaAT2 228 : SEMIREILRFCCDERLVLLGDEVYQQNIYQDERPFISSKKVLMDMGAPISKEVQLISFH 287 

AlaAT3 295 : AEENQRDIVhIFCKQEGLVLLADEWQENVYWDKKFHSFKKVARSLGY-GEKDISLVSFQ 353 

AlaAT4 300 : SEENQRDVVKFCKQEGLVLLADEWQENVYWDKKFHSFKKVARSMGY-GEKDLALVSFQ 358 

* * * ** * **** ***** * * * * *** * * * ** 

AlaATl 288 : TVSKGYWGECGQRGGYFEMTNLPPRVVEEIYKVASIALSPNVSAQIFMGLMVNPPKPGDI 347 
AlaAT2 288 : TVSKGWGECGQRGGYFEMTNIPPRTVEEIYKVASIALSPNVSAQIFMGLMVSPPKPGDI 347 
AlaAT3 354 : SVSKGYYGECGKRGGYMEVTGFTSDVREQIYKMASVNLCSNISGQILASLVMSPPKPGDD 413 
AlaAT4 359 : SVSKGYYGECGKRGGYMEVTGFTSDVREQIYKMASVNLCSNISGQILASLIMSPPKPGDD 418 

***** **** **** * * * *** ******* * ****** 

A 1 aATl 348 : SYDQFARESKGILESLRRRARLMTDGFNSCKNWCNFTEGAMYSFPQIRLPTGALQAAKQ 407 

AlaAT2 348 : SYDQFVRESKGILESLRRRARMMTDGFNSCKhA^CNFTEGAMYSFPQIKLPSKAIQAAKQ 407 

AlaAT3 414:SYDSY1^RDGILSSMAKRMUEDALNSLEGVTCNRAEGAMYLFPRINLPQKAIEAAEA 473 

AlaAT4 419:SYESYIAEKDGILSSLARRMUEEAL^€LEGVTC^IRAEGA!m.FPCLHLPQKAIAAAEA 478 
** * *** * ** * * ** ***** ** ** * ** 

AlaATl 408 : AGKWDVFYCLKLLEATGISTWGSGFGQKEGVFHLRTTILPAEDEMPEIMDSFKKFNDE 467 
AlaAT2 408 : AGKVPDWYCLKLLEATGISTWGSGFGQKEGVFHLRTTILPAEEEMPEIMDSFKKFNDE 467 
AlaAT3 474 : EKTAPDAFYCKRLLNATGVVVVPGSGFGQVPGTWHFRCTILPQEDKIPAIVNRLTEFHKS 533 
AlaAT4 479:EKTAPDNFYCKRLLKATGIVVWGSGFRQWGTWHFRCTILPQEDKIPAIVDRLTAFHQS 538 

** *** ** *** ****** * * * * **** * * * * 

AlaATl 468 : FMTQYDNNFGYSKM 481 

AlaAT2 468 : FMSQYADNFGYSRM 481 

AlaAT3 534 : FMDEFRN 540 

AlaAT4 539 : FMDEFRD 545 

** 
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